CD103+ intraepithelial T cells in high-
tissue was subjected to enzymatic digestion and analyzed by flow cytometry. Digests were stained using Zombie Aqua live/dead stain and antibodies against CD3, CD56, TCRαβ, CD8α, CD8β, CD4 and CD103. Distribution of T cell subsets within the CD3+ lymphocyte fraction was determined and plotted as a pie chart for each individual patient. Figure S3 : Flow cytometric plots and gating strategy. HGSC tumor tissue was subjected to enzymatic digestion and analyzed by flow cytometry. A. Gating strategy for identifying live CD3+ CD8+ CD103+ and CD3+ CD8+ CD103-T cells. B. Flow cytometric plots for HGSC tumor digest #202 used in the quantification depicted in Figure 2G of the manuscript. C. Flow cytometric plots for HGSC tumor digest #207 used in the quantification depicted in Figure 2G The lower row shows a stromal CD8+CD103-T cell where no pSMAD2/3 expression is observed in the nucleus. C. Representative single and multichannel images of tissue from a patient with HGSC stained for DNA (orange), pSMAD2/3 (green), anti-CD8 (yellow) and anti-CD103 (blue) antibodies.
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